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As the host of the largest European gene bank for cultivated plants, the IPK Gatersleben offers a rich basis for research of plant biodiversity at the structural
and functional level. Using high-throughput technologies such as sequencing and phenotyping, millions of data points are captured and persisted in the IPK
research data infrastructure. The concept for the FAIRIfication of digital plant genetic resources and the underlying research data management (RDM) is based
on four pillars: (1) a core bioinformatics organisational structure that operates a long-term committed and uniform RDM technology stack, (Il) the generalization
and coordination of data structures across data acquisition projects, (Il1I) the harmonisation of data acquisition, documentation and analysis processes across
IPK, and (1V) a data publication concept and systems that is highly integrated into national and international frameworks and standards.
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(11) - Harmonization of Data Acquisition (IV) - FAIR Data Access & Publication

The data sharing and the on-site data access is featured by community accepted APIs, e.g. the Breeding
API [2], and data exchange formats, such as ISA-TAB, VCF. Furthermore a publication services of DOI
citable high volume research data is implemented using the e!DAL software infrastructure [3]. In addition
sequence data will be submitted along with inks to the LIMS stored metadata to the European Nucleotide
Sequence Archive (ENA). Furthermore the IPK is involved in national and international infrastructure
programs, like de.NBl, ECPGR, ELIXIR, Emphasis, DivSeek, ORCID, DataCite etc. to supply global data
re-use and value creation workflows.

The harmonization of data acquisition is an ongoing process. Based on minimal information
standards, MIAPPE, the MCPD or DataCite an increasing number of data acquisition and curation
processes are defined, documented in Research Data Management Plans and stored in RDMP-
Repositories like the RDMO tool.
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